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The main objective of the work was to characterize the Rhizoctonia spp. popula-
tion (particularly R. solani Kühn) causing damping-off of Scots pine (Pinus sylvestris
L.) seedlings in two forest nurseries in central-west Poland, in Wielkopolska re-
gion – Wronczyn (Czerwonak Forest District) and Jarocin (Jarocin Forest District).

38 isolates of Rhizoctonia spp. were obtained from Scots pine seedlings with
damping-off symptoms, originating from two forest nurseries (Wronczyn in 1999
and 2000, and Jarocin in 2000) and from diseased seedlings grown in soil from
Wronczyn nursery (2000). The majority of these isolates (79%) had multinucleate
cells and were identified as R. solani. The remaining isolates were recognized as
binucleate Rhizoctonia spp. There was no uninucleate isolates among those investi-
gated. Rhizoctonia solani isolates were characterized using hyphal anastomosis as-
says. They represented five anastomosis groups (AGs). AG5 prevailed (37% of
isolates), followed by AG2-1 (30%) and 27% of the isolates were identified as
AG4. Groups AG1-IB and AG2-2 were only represented by single isolates. The per-
centage contribution of AGs depended on time and date of the isolation. Isolates
representing AG5 were the most numerous in forest nursery Wronczyn in 1999,
mounting up to 80% of R. solani isolates.

Soil fungi communities from forest nursery Wronczyn (from two beds) sup-
ported the growth of all examined Rhizoctonia spp. isolates. It suggests that soil en-
vironment favours the occurrence of damping-off caused by Rhizoctonia spp. on
Scots pine seedlings. Soil fungi communities influenced to similar extent the
growth of binucleate Rhizoctonia spp. isolates and R. solani isolates (representing
particular anastomosis groups). The differences were not statistically significant.

The isolates’ pathogenicity – recorded as percentage mortality of Scots pine
seedlings seven days after inoculation with Rhizoctonia spp. isolates – was similar
for binucleate and multinucleate isolates of Rhizoctonia spp. Moreover, pathogenic-
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ity variability in isolates was not connected with anastomosis group to which the
R. solani isolate belonged. The average seedling mortality ranged from 0% (4 iso-
lates) to 100% (11 isolates). The majority of the isolates were strongly pathogenic
to Scots pine seedlings.

Sequence analysis of the PCR-amplified internal transcribed spacer (ITS) rDNA
region was used for phylogenetic analysis. It showed that the isolates were dis-
tinctly separated according to their AG types and there was no relationship be-
tween pathogenicity to Scots pine seedlings and the anastomosis group to which
the isolates belonged. The isolate representing AG1-IB group was genetically simi-
lar to AG5 isolates (in analysed ITS region) and R. solani isolates belonging to AG4
and AG5 were more closely related to each other than to AG2-1 group isolates.
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